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w--> 




7l4) - 




10 


<110> 


APPLICANT: Lyon, Jeffrey A. 




11 




Angov, Evelina 




12 




Cohen, Joe D. 




13 




Voss, Gerald 




15 


<120> 


TITLE OF INVENTION: Recombinant P. falciparum Merozoite Protein- 142 Vaccine 




17 


<130> 


FILE REFERENCE: 003/238/SAP 




19 


<140> 


CURRENT APPLICATION NUMBER: US 10/057,532 


c--> 


21 


<141> 


CURRENT FILING DATE: 2002-06-28 




23 


<150> 


PRIOR APPLICATION NUMBER: US 60/264,535, US 60/347,564 


w--> 


25 


<151> 


PRIOR FILING DATE: 2001-01-26, 2001-10-26 




27 


<160> 


NUMBER OF SEQ ID NOS : 12 




29 


<170> 


SOFTWARE: Apple Macintosh Microsoft Word 6.0 




ERRORED SEQUENCES 

31 <210> SEQ ID NO: 1 

32 <211> LENGTH: 546 

33 <212> TYPE: PRT 

34 <213> ORGANISM: Artificial sequence 
W--> 35 <220> FEATURE: 

36 <223> OTHER INFORMATION: E. coli expressed P. falciparum MSP142 (3D7) Protein Sequence 
in pET-Trx42 
W- 



37 


<4 00> SEQUENCE: 


1 










38 


Met 


Ser 


Asp 


Lys 


He He 


His 


Leu 


Thr 


Asp 


39 


1 








5 








10 


40 


Asp 


Ser 


Phe 


Asp 


Thr Asp Val 


Leu 


Lys 


Ala 


41 










15 








20 


42 


Asp 


Gly 


Ala 


He 


Leu Val 


Asp 


Phe 


Trp 


Ala 


43 


















34- 


44 


Glu 


Trp 


Cys 


Gly 


ProfCcyj 




Met 


He 


Ala 


45 










35 








40 


46 


Pro 


He 


Leu 


Asp 


Glu He 


Ala 


Asp 


Glu 


Tyr 


47 










45 








50 


48 


Gin 


Gly 


Lys 


Leu 


Thr Val 


Ala 


Lys 


Leu 


Asn 


49 










55 








60 


50 


He 


Asp 


Gin 


Asn 


Pro Gly 


Thr 


Ala 


Pro 


Lys 


51 










65 








70 


52 


Tyr 


Gly 


He 


Arg 


Gly He 


Pro 


Thr 


Leu 


Leu 


53 










75 








80 


54 


Leu 


Phe 


Lys 


Asn 


Gly Glu 


Val 


Ala 


Ala 


Thr 


55 










85 








90 


56 




Val 


Gly 


Ala 


Leu Ser 


lys 


Gly 


Gin 


Leu 
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j / 










95 










100 


CO 
3 O 


Lys 


Glu 


Phe 


Leu 


nop 


Ala 

AJ.U 


A Cn 


JJCU 


Ala 


Gl v 
oj -j 












105 










110 


& n 

O V 


Ser Gly 


Ser Gly 


Hi C 




Hi c 


Hi c 


His 


His 


D X 










IIS 










120 


6 9 
O z 


His 


His 


Ser 


Ser 




Jjcu 


v a. i 




A TfT 


VJ 1 Jf 


D j 










125 










130 


0 4 


Ser Gly 


Met 


Lys 




-L 1X1 


Ala 


Ala 


Ala 


T.V Q 












X -J 










140 


0 D 


Phe 


Glu 


Arg 


Gin 


ma 


Vpf 

nc u 


A Qn 


Q pi 
O CI 


DrA 
nu 




D / 










1 4 5 

It J 










150 


O O 


Leu Gly 


Thr 


Asp 


Asp 


nbp 




T AT C! 

j_i_y o 


Ala 




d y 










1 

IJ J 










1 fiO 

1 U v 


7 O 
/ U 


Aia 


Asp 


He Gly 


Oqt 
OCX 


Tip 
lie 


ulU 




A y*CT 


vj x_y 


7 1 
/ X 










1 s 

lOJ 










170 


7 O 
/ z 


1 LIT 


Meu 


Ala 


He 




Val 


T 1 V> 
J. ill 




nop 


Acn 

noli 


7 1. 










1 7 S 










1 80 

-LOU 


7 /I 


lie 


Leu 


Ser Gly 


flic; 


ulU 


Aon 


ulU 




Acn 
nop 


7 ^ 










1 ft ^ 










i qo 

x y \j 


7 £ 


Val 


lie 


Tyr 


Leu 


Lys 


it X (J 


T.on 
Xtcu. 


Ala 
riXCl 


vj X jr 


Val 


7 7 










x y -J 










200 

Z \J \J 


7 Q 
/ O 


Tyr 


Arg 


Ser 


Leu 


Lys 


x*y o 




Tip 
lie 


uiu 




7 Q 

/ y 










90 S 










910 

Z 1 \J 


ft n 


Asn 


He 


Phe 


Thr 


-file: 


A en 


lieu 


A c n 
noil 


JJCU 


Acn 

noil 


ft 1 










215 

Z 1 ~J 










220 


ft O 
O Z 


Asp 


He 


Leu 


Asn 


Cor 

oci 


r\X y 


T,oil 

lieu. 


ii y o 


T.VQ 


A TCT 
r\ l y 


ft ^ 










9 9 5 

Z Z J 










230 


ft A 
Oft 


Lys 


Tyr 


Phe 


Leu 


Asp ' 


Val 


Ton 

J_i U. 


m ii 


C p y 
OCl 


Aen 
flop 


ft R 










Z J -J 










240 


O D 


Leu 


Met 


Gin 


Phe 


Lys 


rlXo 


Tip 

11c 


Ocl 


Del 


noli 


ft 7 
O / 










94 S 

z *± »J 










250 


o o 
oo 


Glu 


Tyr 


He 


He 




Asp 


Ser 


rile 


Lys 


Leu 


89 










255 










260 


90 


Leu 


Asn 


Ser 


Glu 


Gin 


Lys 


Asn 


Thr 


Leu 


Leu 


91 










265 










270 


92 


Lys 


Ser 


Tyr 


Lys 


Tyr 


He 


Lys 


Glu 


Ser 


Val 


93 










275 










280 


94 


Glu 


Asn 


Asp 


He 


Lys 


Phe 


Ala 


Gin 


Glu 


Gly 


95 










285 










290 


96 


He 


Ser 


Tyr 


Tyr 


Glu 


Lys 


Val 


Leu 


Ala 


Lys 


97 










295 










300 


98 


Tyr 


Lys 


Asp 


Asp 


Leu 


Glu 


Ser 


He 


Lys 


Lys 


99 










305 










310 



100 Val He Lys Glu Glu Lys Glu Lys Phe Pro 

101 315 320 

102 Ser Ser Pro Pro Thr Thr Pro Pro Ser Pro 

103 325 330 

104 Ala Lys Thr Asp Glu Gin Lys Lys Glu Ser 

105 335 340 
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1 \J u 


T,vq 
J— I jr O 


Phe 


Leu 


Pro 


Phe 


Leu 


Thr 


Asn 


lie 


Glu 


1 07 
i \j / 








345 










350 


1 OR 

_L U O 


Thr 

X 111 


Leu 


j. y i 


Asn 


Asn 


Leu 


Val 


Asn 


Lys 


lie 


109 










355 










360 




nop 


Asp 


Tvr 

JL 


Leu 


He 


Asn 


Leu 


Lys 


Ala 


LVS 


111 

X _L _L 










365 










370 


119 

1 1 Z 


Tip 

lie 


Ren 
noli 


A QD 


Cys 


Asn 


Val 


Glu 


Lys 


Asp 


Glu 


1 1 O 
XX .3 










375 










380 


114 
XXft 


A "I = 
ZA1 a. 


Hi c 


Val 


Lys 


He 


Thr 


Lys 


Leu 


Ser 


Asp 


IIS 










385 










390 


1 1 C 
X X O 


Leu 


ijy & 


A1 a 

nlu 


He 
iic; 


Asp 


Asp 


Lys 


He 


Asp 


Leu 


_L X / 










395 










400 


lift 
XX O 


file; 




Sen 
noil 


P TO 


xyi 


Asp 


Phe 


Glu 


Ala 


lie 


1 1 Q 
ll" 










405 










410 


10 0 

xz u 


Xiy o 


Xiy o 


lit: U 


Tl P 

11C 


Asn 


A CD 


Asp 


Thr 


Lys 


Lys 


1 91 
X Z X 










415 










420 


19 9 


Asp 




Toil 

lieu 


ply 

ui y 


uy o 


Leu 


Leu 


Ser 


Thr 


Glv 

\jiy 


191 

X Z J 










425 










430 


1 9 A 
XZ *± 


Ton 


VCll 


o 111 


Jen 
noli 


Phe 


Pro 


Asn 


Thr 


He 


He 


1 9 S 

X Z J 










435 










440 


1 9fi 
X Z D 


Oar 
O ciX 


T,VQ 

j-jy o 


JJCU 


He 


Glu 


Glv 
\jiy 


Lys 


Phe 


Gin 


Asp 


1 97 
x z / 










445 










450 


1 9R 
X z o 


iXlfci L 




a en 
noil 


Tie 

lie 


Ser 


Gin 


His 


Gin 


Cys 


Val 


1 9Q 

1 Z .7 










455 










460 


1 10 
J- O \J 


T,vd 


uy o 


Gin 


Cys 


Pro 


Glu 


Asn 


Ser 


Glv 


CVS 


1 11 

1 Jl 










465 










470 


1 19 

X J z 


xr lie; 


r\i y 


His 


Leu 


Asp 


Glu 


Arg 


Glu 


Glu 


Cys 


in 

IJJ 










475 










480 


1 14 
lot 


T.V Q 
lijr O 


v^y o 


Leu 


Leu 


Asn 


Tvr 

x y i 


Lys 


Gin 


Glu 


Glv 


IIS 

1 J J 










485 










490 


1 Ifi 
IjD 




jjy a 


V— y o 


Va 1 

V u 1 


Glu 


Asn 


Pro 


Asn 


Pro 


Thr 


137 










495 










500 


138 


Cys 


Asn 


Glu 


Asn 


Asn 


Gly 


Gly 


Cys 


Asp 


Ala 


139 










505 










510 


140 


Asp 


Ala 


Thr 


Cys 


Thr 


Glu 


Glu 


Asp 


Ser 


Gly 


141 










515 










520 


142 


Ser 


Ser 


Arg 


Lys 


Lys 


He 


Thr 


Cys 


Glu 


Cys 


143 










525 










530 


144 


Thr 


Lys 


Pro 


Asp 


Ser 


Tyr 


Pro 


Leu 


Phe 


Asp 


145 










535 










540 


146 


Gly 


He 


Phe 


Cys 


Ser 


Ser 










147 










545 













149 <210> SEQ ID NO: 2 
151 <211> LENGTH: 431 



152 <212> TYPE: PRT 

153 <213> ORGANISM: Artificial sequence 
W--> 154 <220> FEATURE: 

155 <223> OTHER INFORMATION: E. coli expressed P. falciparum MSP142 (3D7) Protein 
Sequence in pET(50)MSPl-42 
W--> 156 <400> SEQUENCE: 2 
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157 


Met 


His 


His 


His 


His 


His His 


Ser 


Ser 


Gly 




158 


1 








5 








10 




159 


Leu 


Val 


Pro 


Arg 


Glv 


Ser Gly 


Met 


Lvs 


Glu 




160 










15 








20 




161 


Thr 


Ala 


Ala 


Ala 


Lys 


Phe Glu 


Ara 


Gin 


His 




162 










25 








30 




163 


Met 


Asp 


Ser 


Pro 


Asp 


Leu Glv 


Thr 


Asp 


Asp 




164 










35 








40 




165 


Asp 


Asp 


Lys 


Ala 


Met 


Ala Asp 


He 


Glv 


Ser 




166 










45 








50 




167 


lie 


Glu Gly Arg 


Glv 


Thr Met 


Ala 


lie 


Ser 




168 










55 








60 




169 


Val 


Thr 


Met 


Asp 


Asn 


He Leu 


Ser 


Glv 


Phe 




1 70 

JL / \J 










65 








70 




171 

JL / JL 




Asn 


Glu 


Tyr 


Asp 


Val He 


Tvr 


Leu 


Lys 




172 










75 








80 




17? 




Leu Ala Gly 


Val 




Ser 


Leu 


Lys 




1 74. 










85 








90 




175 


Lys 




Tl o 

± -i_e 


Glu 


Lys 


Asn He 


Phe 


Thr 


Phe 




176 










95 








100 




177 


Asn 


Leu 


Asn 


Leu 


Asn 


Asp He 


Leu 


Asn 


Ser 




178 










105 








110 




179 


Arg 


Leu 


Lys 


Lys 


Arg 


Lys Tyr 


Phe 


Leu 


Asp 




180 










115 








120 




181 


Val 


Leu 


Glu 


Ser 


Asp 


Leu Met 


Gin 


Phe 


Lys 




182 










125 








130 




183 


His 


lie 


Ser 


Ser 


Asn 


Glu Tyr 


He 


He 


Glu 




184 










135 








140 




185 


Asp 


Ser 


Phe 


Lys 


Leu 


Leu Asn 


Ser 


Glu 


Gin 


iL S 


loD 














150 




187 


Lys 


Asn 


Thr 


Leu 


Leu 


Lys Ser 


Tvr 

JL 


Lvs 


Tvr 


Jli * 


1 Aft 
loo 
















160 




189 


lie 


Lys 


Glu 


Ser 


Val 


Glu Asn 


Asp 


He 


Lys 




1 90 

X 7 V/ 


















170 




191 


Phe 


Ala 


Gin 


Glu 


Gly 


He Ser 


Tvr 


Tvr 

JL 


Glu 


£j r 


















180 




193 


Lys 


Val 


Leu 


Ala 


Lys 


Tyr Lys 


Asp 


Asp 


Leu 


E--> 


194 


















190 




195 


Glu 


Ser 


He 


Lys 


Lys 


Val He 


Lys 


Glu 


Glu 


E--> 


196 


















200 




197 


Lys 


Glu 


Lys 


Phe 


Pro 


Ser Ser 


Pro 


Pro 


Thr 


E--> 


198 






^HrT TPS 






210 




199 


Thr 


Pro 


Pro 


Ser 


Pro 


Ala Lys 


Thr 


Asp 


Glu 


E--> 


200 
















220 




201 


Gin 


Lys 


Lys 


Glu 


Ser 


Lys Phe 


Leu 


Pro 


Phe 


E--> 


202 
















230 




203 


Leu 


Thr 


Asn 


He 


Glu 


Thr Leu 


Tyr 


Asn 


Asn 


E--> 


204 


















240 




205 


Leu 


Val 


Asn 


Lys 


lie 


Asp Asp 


Tyr 


Leu 


He 



file://C:\Crfi\Outhold\VsrJ057532.htm 



7/11/02 



% 



% 



Page 5 of 10 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/057 , 532 



DATE: 07/11/2002 
TIME: 16:04:57 



Input Set : A:\Sequence.txt 

Output Set: N:\CRF3\07112002\J057532.raw 



-> 



-> 



--> 



--> 



--> 



--> 



--> 



--> 



--> 



--> 



--> 



--> 



-> 



206 255 250 

207 Asn Leu Lys Ala Lys lie Asn Asp Cys Asn 

208 265 260 

209 Val Glu Lys Asp Glu Ala His Val Lys lie 

210 275 270 

211 Thr Lys Leu Ser Asp Leu Lys Ala lie Asp 

212 285 280 

213 Asp Lys lie Asp Leu Phe Lys Asn Pro Tyr 

214 295 290 

215 Asp Phe Glu Ala lie Lys Lys Leu lie Asn 

216 305 300 

217 Asp Asp Thr Lys Lys Asp Met Leu Gly Lys 

218 315 310 

219 Leu Leu Ser Thr Gly Leu Val Gin Asn Phe 

220 325 320 

221 Pro Asn Thr lie lie Ser Lys Leu lie Glu 

222 335 330 

223 Gly Lys Phe Gin Asp Met Leu Asn lie Ser 

224 345 340 

225 Gin His Gin Cys Val Lys Lys Gin Cys Pro 

226 355 350 

227 Glu Asn Ser Gly Cys Phe Arg His Leu Asp 

228 365 360 

229 Glu Arg Glu Glu Cys Lys Cys Leu Leu Asn 

230 375 370 

231 Tyr Lys Gin Glu Gly Asp Lys Cys Val Glu 

232 385 380 

233 Asn Pro Asn Pro Thr Cys Asn Glu Asn Asn 

234 395 390 

235 Gly Gly Cys Asp Ala Asp Ala Thr Cys Thr 

236 405 400 

237 Glu Glu Asp Ser Gly Ser Ser Arg Lys Lys 

238 415 410 

239 lie Thr Cys Glu Cys Thr Lys Pro Asp Ser 

240 425 420 

241 Tyr Pro Leu Phe Asp Gly lie Phe Cys Ser 

242 435 430 

243 Ser 

493 <210> SEQ ID NO : 7 

494 <211> LENGTH: 391 

495 <212> TYPE: PRT 

496 <213> OR GANISM: Artificial sequence 
4 97 (<2 2 0 V^Ve ATURE 

497 <T23> UTHEK INFORMATION: E. coli expresse 

498 <400> SEQUENCE: 7 

499 Met Ala His His His His His His Pro Gly 

500 1 5 10 

501 Gly Ser Gly Ser Gly Thr Met Ala lie Ser 

502 15 20 




> 



✓ 



? 



ism* 1 

P. falciparum MSP-142 (3D7) 
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503 


Val 


Thr 


Met 


Asp 


Asn 


He 


Leu 


Ser 


Glv 


Phe 


504 










25 










30 


505 
^/ \j ~j 


Glu 


Asn 


Glu 


Tvr 

JL 


Asp 


Val 


He 


Tvr 


Leu 


Lys 


506 










35 










40 


507 


Pro 


Leu 


Ala 


Glv 


Val 


Tvr 


Arcr 


Ser 


Leu 


Lvs 


508 










45 










50 


509 


Lys 


Gin 


lie 


Glu 


Lys 


Asn 


He 


Phe 


Thr 


Phe 


510 










55 










60 


511 


Asn 


Leu 


Asn 


Leu 


Asn 


Asp 


He 


Leu 


Asn 


Ser 


512 










65 










70 


513 


Atct 

tti y 


Leu 


Lys 


Lys 


Arcr 


Lys 


Tvr 

JL 


Phe 


Leu 


Asp 


514 










75 










80 


515 


Val 


Leu 


Glu 


Ser 


Asp 


Leu 


Met 


Gin 


Phe 


LVS 


516 










85 










90 


517 


His 


lie 


Ser 


Ser 


Asn 


Glu 


Tvr 


He 


He 


Glu 


518 










95 










100 


~j jl y 


Asp 


Ser 


Phe 


Lys 


Leu 


Leu 


Asn 


Ser 


Glu 


Gin 


520 










105 










110 


521 


Lys 


Asn 


Thr 


Leu 


Leu 


LyS 


Ser 


Tvr 


Lys 


Tvr 

JL 


522 










115 










120 


523 

~J -J 


lie 


Lys 


Glu 


Ser 


Val 


Glu 


Asn 


Asp 


He 


Lys 


524 










125 










130 


5S>5 


Jr lie 


Ala 


Gin 


Glu 


Glv 


He 


Ser 


Tvr 


Tvr 

JL 


Glu 


526 










135 










140 


527 


Lys 


Val 


Leu 


Ala 


Lys 


Tvr 


Lys 


Asp 


Asp 


Leu 


528 










145 










150 


529 


Glu 


Ser 


lie 


Lys 


Lys 


Val 


He 


Lys 


Glu 


Glu 


530 










155 










160 


531 


Lys 


Glu 


Lys 


Phe 


Pro 


Ser 


Ser 


Pro 


Pro 


Thr 


532 










165 










170 


533 


Thx 


Pro 


Pro 


Ser 


Pro 


Ala 


Lys 


Thr 


Asp 


Glu 


534 










175 










180 


535 


Gin 


Lys 


Lys 


Glu 


Ser 


Lys 


Phe 


Leu 


Pro 


Phe 


536 










185 










190 


537 


Leu 


Thr 


Asn 


He 


Glu 


Thr 


Leu 


Tvr 

JL 


Asn 


Asn 


538 










195 










200 


539 


Leu 


Val 


Asn 


Lys 


He 


Asp 


Asp 


Tvr 

JL 


Leu 


He 


540 










205 










210 


541 


Asn 


Leu 


Lys 


Ala 


Lys 


He 


Asn 


Asp 


Cys 


Asn 


542 










215 










220 


543 


Val 


Glu 


Lys 


Asp 


Glu 


Ala 


His 


Val 


Lys 


He 


544 










225 










230 


545 


Thr 


Lys 


Leu 


Ser 


Asp 


Leu 


Lys 


Ala 


He 


Asp 


546 










235 










240 


547 


Asp 


Lys 


He 


Asp 


Leu 


Phe 


Lys 


Asn 


Pro 


Tyr 


548 










245 










250 


549 


Asp 


Phe 


Glu 


Ala 


He 


Lys 


Lys 


Leu 


lie 


Asn 


550 










255 










260 


551 


Asp 


Asp 


Thr 


Lys 


Lys 


Asp 


Met 


Leu 


Gly 


Lys 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/057 , 532 



DATE: 07/11/2002 
TIME: 16:04:57 



Input Set : A:\Sequence.txt 

Output Set: N:\CRF3\07112002\J057532.raw 



553 


Leu 


Leu 


Ser Thr Gly 


Leu 


Val 


Gin 


Asn 


Phe 


554 






275 










280 


555 


Pro 


Asn 


Thr He He 


Ser 


Lys 


Leu 


He 


Glu 


556 






285 










290 


557 


Gly Lys 


Phe Gin Asp 


Met 


Leu 


Asn 


He 


Ser 


558 






295 










300 


559 


Gin 


His 


Gin Cys Val 


Lys 


Lys 


Gin 


Cys 


Pro 


560 






305. 










310 


561 


Glu 


Asn 


Ser Gly Cys 


Phe 


Arq 


His 


Leu 


Asp 


562 






315 










320 


563 


Glu 


Arg 


Glu Glu Cys 


Lys 


Cys 


Leu 


Leu 


Asn 


564 






325 










330 


565 

J U *J 


Tyr 


Lys 


Gin Glu Gly 


Asp 


Lys 


Cys 


Val 


Glu 


566 






335 










340 


567 


Asn 


Pro 


Asn Pro Thr 


Cys 


Asn 


Glu 


Asn 


Asn 


568 






345 










350 


569 


Gly Gly Cys Asp Ala 


Asp 


Ala 


Thr 


Cys 


Thr 


570 






355 










360 


571 


Glu 


Glu 


Asp Ser Gly 


Ser 


Ser 


Arg 


Lys 


Lys 


572 






365 










370 


573 


He 


Thr 


Cys Glu Cys 


Thr 


Lys 


Pro 


Asp 


Ser 


574 






375 










380 


575 


Tyr 


Pro 


Leu Phe Asp 


Gly 


He 


Phe 


Cys 


Ser 


576 






385 










390 


577 


Ser 

















552 



265 



270 



file://C:\Crf3\Outhold\VsrJ057532.htm 



7/11/02 



Page 8 of 10 

% % 

RAW SEQUENCE LISTING ERROR SUMMARY DATE: 07/11/2002 

PATENT APPLICATION: US/10/057 , 532 TIME: 16:04:58 

Input Set : A:\Sequence.txt 

Output Set: N:\CRF3\07112002\J057532.raw 

Invalid Line Length; 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:l; Line(s) 36 
Seq#:2; Line(s) 155 
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% % 

VERIFICATION SUMMARY DATE: 07/11/2002 

PATENT APPLICATION: US/10/057 , 532 TIME: 16:04:58 

Input Set : A:\Sequence.txt 

Output Set: N:\CRF3\07112002\J057532.raw 

L:3 M:259 W: Allowed number of lines exceeded, (1) GENERAL INFORMATION: 

L:21 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:25 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE: YYYY-MM-DD 

L:35 M:283 W: Missing Blank Line separator, <220> field identifier 

L:37 M:283 W: Missing Blank Line separator, <400> field identifier 

L:44 M:330 E: (2) Invalid Amino Acid Designator, NUMBER OF INVALID KEYS:1 

L:154 M:283 W: Missing Blank Line separator, <220> field identifier 

L:156 M:283 W: Missing Blank Line separator, <400> field identifier 

L:186 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:2 

M:332 Repeated in SeqNo=2 



L 


250 


M 


283 


W: 


Missing Blank 


Line 


separator, 


<220> 


field 


identifier 


L 


252 


M 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


339 


M 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


376 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


458 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<220> 


field 


identifier 


L 


460 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


497 


M 


258 


W: 


Mandatory Feature missing, <220> not found for SEQ ID# : 7 


L 


498 


M 


200 


E: 


Mandatory Header Field missing, <220> not 


found for SEQ ID# : 7 


L 


498 


M 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


584 


M 


283 


W: 


Missing Blank 


Line 


separator, 


<220> 


field 


identifier 


L 


586 


M:283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


593 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<220> 


field 


identifier 


L 


595 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


605 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<220> 


field 


identifier 


L 


607 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


615 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<220> 


field 


identifier 


L 


617 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 


L 


626 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<220> 


field 


identifier 


L 


628 


M: 


283 


W: 


Missing Blank 


Line 


separator, 


<400> 


field 


identifier 
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